Key indicators: single-crystal X-ray study; T = 223 K; mean (C-C) = 0.003 Å; R factor = 0.064; wR factor = 0.138; data-to-parameter ratio = 13.1.
In the title compound, C 22 H 17 NO 2 , the fused ring system is essentially planar (r.m.s. deviation = 0.021 Å ) and the dihedral angle between the dihydropyridine and tolyl rings is 80.98 (11) . In the crystal, the molecules are linked into chains along the b axis by intermolecular N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds. Adjacent chains are linked byinteractions [centroid-centroid separation = 3.5748 (15) Å ].
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Comment
Podophyllotoxin is an antitumor lignan that inhibits microtubule assembly Tomioka et al., 1989; Bosmans et al., 1989) . Extensive structural modifications have been performed in order to obtain more potent and less toxic anticancer agents (Tomioka et al., 1993; Lienard et al., 1991; Poli et al., 2002) . Among them, 4-aza-podophllotoxin (9-aryl-4,9-dihydrofuro[3,4-b] quinolin-1(3H)-one) derivatives reported as powerful DNA topoisomerase II inhibitors, have recently attached considerable interest (Hitosuyanagi et al., 1997; Hitosuyanagi et al., 1999; Tratrat et al., 2002; Magedov et al., 2007) . We report here the crystal structure of the title compound, which was synthesized by the three-component reaction of naphthalen-1-amine with 4-methylbenzaldehyde and tetronic acid catalyzed by L-proline using ethanol as solvent at 353 K.
In the title compound, the 1,4-dihydropyridine (C1-C5/N1) and furanone rings are planar ( Fig. 1 ) and both are coplanar with the naphthalene ring system i.e the fused ring system is essentially planar (r.m.s. deviation 0.021 Å). The dihedral angle between C1-C5/N1 and C16-C21 planes is 80.98 (11)°. The conformation of the title molecule differs from that of a related molecule, 7-methyl-9-p-tolyl-4,9-dihydrofuro[3,4-b]quinolin-1(3H)-one (Shi et al., 2009 ).
In the crystal structure, the molecules are linked by N1-H1···O2 and C12-H12···O1 intermolecular hydrogen bonds (Table 1) to form chains (Fig. 2) along the b axis. The adjacent chains are linked through π-π interactions between O1/C14/ C4/C5/C15 and C1/C2/C6-C8/C13 rings with a centroid-centroid separation of 3.5748 (15) Å.
Experimental
The title compound was prepared by the reaction of naphthalen-1-amine (1 mmol) and 4-methylbenzalhyde (1 mmol) with tetronic acid (1 mmol) in the presence of L-proline (0.1 mmol) in ethanol (2 ml Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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